
LC-MS/MS SEQUENCE ANALYSIS OF 
SYNTHETIC THYMOSIN 1a PURCHASED 

FROM TWO DIFFERENT VENDORS



Total ion current

Vendor A

Charge state 4 isotopic profile

Calculated monoisotopic mass: 777.63331 m/z
Measured monoisotopic mass: 777.63370 m/z
Mass error = 0.5 ppm
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MS2 spectrum of 777.6330 m/z with fragment ions for sequence [Ac]-SDAAVDTSSEITTKDLKEKKEVVEEAEN outlined 
(10X magnification where indicated)



Observed fragment ions matching sequence 
[Ac]-SDAAVDTSSEITTKDLKEKKEVVEEAEN 

are indicated in bold red (max 5ppm mass accuracy)

Magnified regions
of MS2 spectrum

with labeled 
fragment ions



Total ion current

Mass spectrum

Measured monoisotopic mass: 777.63303 m/z
Calculated monoisotopic mass: 777.63331 m/z
Mass error: -0.4 ppm

Charge state 4 isotopic profile

observed
theoretical

Vendor B



MS2 spectrum of 777.6330 m/z with fragment ions for sequence [Ac]-SDAAVDTSSEITTKDLKEKKEVVEEAEN outlined 
(10X magnification where indicated)



Observed fragment ions matching sequence 
[Ac]-SDAAVDTSSEITTKDLKEKKEVVEEAEN 

are indicated in bold red (max 5ppm mass accuracy)

Magnified regions
of MS2 spectrum

with labeled 
fragment ions



CONCLUSIONS

• The observed peptide mass for Thymosin 1a from both Vendors 
matches the calculated one

• Thymosin 1a sequence [Ac]-SDAAVDTSSEITTKDLKEKKEVVEEAEN 
is fully confirmed by MS/MS data for both Vendors


