LC-MS/MS SEQUENCE ANALYSIS OF
SYNTHETIC THYMOSIN 1o PURCHASED
FROM TWO DIFFERENT VENDORS
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MS2? spectrum of 777.6330 m/z with fragment ions for sequence [Ac]-SDAAVDTSSEITTKDLKEKKEVVEEAEN outlined

(10X magnification where indicated)
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Observed fragment ions matching sequence
[Ac]-SDAAVDTSSEITTKDLKEKKEVVEEAEN
are indicated in bold red (max 5ppm mass accuracy)

Sequence: 1Ac-SDAAVDTSSEITTKDLKEKKEVVEEAEN
Symbol i Fes. Mass H(N) b v #(C)
s ern3zog 1 &b 52857 Th54 25534 | 28
D 11502654 2 123 208 1483 73805 27
A 7103711 3 758 56060 T432 2457 | 26
A 7103711 4 T84 07878 13967062 | 25
W 55.06841 L 24361337 TI6T 18746 | 24
D 115.02654 G J07. 12684 137765325 | 23
T 101.04762 7 J57 65068 1254 73978 | 22
s ern3zog 2 3585.16665 1203 61584 | N
s ern3zog ki 438 65270 116009333 | 20
E 129.04255 10 S03 20400 1116583291 |19
| 113.08406 1 558 74e03 1052.06262 |18
T 10104768 12 G100 26587 995.52058 17
T 101.04762 13 E6E0.7937M 944 99675 16
K 128.0545%6 14 724 84119 B4 47797 15
D 11502654 15 FEZ 3546V IO L2547 14
L 113.08406 16 H38 85670 FF2a7195 13
K 128.05456 17 502 94418 1636997 12
E 129.04255 18 967 46548 652 324 1}
K 123.00456 19 TOI1.51296 | 587807714 10
K 128.0545%6 20 1095 56044 | 5223 753558 9
E 129.04255 21 1160.08174 458 705718 ]
W 9906341 22 120961594 | 355.12488 7
W 9906341 23 125915015 | 585068 &
= 129.04255 24 TI2367145 | 256 77847 L
= 129.04255 25 TI8E. T2 | 237155577 4
A 7103711 26 T423 77130 | 76707388 3
E 129.04255 27 T488273700 | 737555832 2
M 114.042593 28 1545 25408 6703402 1
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MS2? spectrum of 777.6330 m/z with fragment ions for sequence [Ac]-SDAAVDTSSEITTKDLKEKKEVVEEAEN outlined
(10X magnification where indicated)
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Observed fragment ions matching sequence
[Ac]-SDAAVDTSSEITTKDLKEKKEVVEEAEN
are indicated in bold red (max 5ppm mass accuracy)

[Sequence: | 1AcESDAAVDTSSEITTKDLKEKKEVVEEAEN
Symbaol I Res. Mass E(N) b ¥ #(C)
5 2703203 1 6552857 755425934 | 28
D 11502654 2 12304204 148573805 | 27
A 71.03M 3 158.56060 43222457 |26
A 71.03M 4 194.07316 139670602 | 25
W 559.06841 L 2361337 136178748 |24
D 11502654 & F07. 12654 137165325 | 23
T 101.04762 7 35765068 254 73978 |22
5 87.03203 g 39516669 12036154 | A
5 2703203 9 438 68270 116009933 |20
E 12504255 10 S07. 20400 111658391 (19
I 113.08406 1} 558 74803 1052.06262 | 138
T 101.04762 12 &10.26. 99552058 17
T 101.04768 13 6e0.79371 944 9975 16
K 123.059456 14 724234115 834 47737 15
D 115.02654 15 B2 354ET 83047542 14
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K 122094596 17 902.94418 71636992 12
E 12504255 18 967.46548 652 32244 1
K 128.09456 13 1031.51296 58780774 10
K 128.004%6 20 1095 56044 | 523 75358 9
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v 9906841 23 125315005 | HE65058 &
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CONCLUSIONS

* The observed peptide mass for Thymosin 1a from both Vendors
matches the calculated one

* Thymosin 1o sequence [Ac]-SDAAVDTSSEITTKDLKEKKEVVEEAEN
is fully confirmed by MS/MS data for both Vendors



