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Figure S1. TUDCA attenuates HDM-induced UPR. Densitometry of bands from 5 
Western blots from figure 1L. One-way ANOVA, Tukey’s post hoc test. *p<0.05 vs PBS 6 
vehicle control, #p<0.05 vs HDM positive control. n=4 mice/group. ns=not significant. Error 7 
bars represent ± SEM.  8 
 9 
 10 
 11 
 12 
 13 
 14 
 15 
 16 
 17 
 18 
 19 
 20 
 21 
 22 



2 
 

 23 
 24 
Figure S2. Absolute values for AHR measurement represented in figure 2 A, B and C. 25 
One-way ANOVA, Tukey’s post hoc test.*p<0.05 vs PBS group; #p<0.05 vs HDM group 26 
(mice removed due to non-compliance to COD value Rn, G and H; HDM+TUDCA n=2). 27 
ns=not significant. Error bars represent ± SEM.  28 
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Figure S3. CBAs attenuate the HDM-induced UPR. Densitometry of bands from 52 
Western blots from figure 3M. One-way ANOVA, Tukey’s post hoc test. *p<0.05 vs 53 
DMSO+PBS control. #p<0.05 vs DMSO+HDM control. n=4 mice/group. ns=not 54 
significant. Error bars represent ± SEM. 55 
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Figure S4. Additional CBAs AHR and HDM-induced mucus production. (A-C) 88 
Absolute values for AHR measurement represented in figure 4 A, B and C. One-way 89 
ANOVA, One-way ANOVA, Tukey’s post hoc test for Rn and Kruskal-Wallis, two-stage 90 
linear step-up procedure of Benjamini, Krieger and Yekutiel post hoc test for G and H. 91 
*p<0.05 vs PBS group; #p<0.05 vs HDM group *p<0.05 vs PBS+DMSO mice, #p<0.05 vs 92 
HDM+DMSO mice. PBS+DMSO n=10, HDM+DMSO n=13, βM/GβM/AβM/GnβM+HDM 93 
n=7 from 2 experiments (mice removed due to non-compliance to COD value Rn/G/H βM: 94 
n=1, AβM: n=1). (D & E) Muc5ac and Clca1 expression in the lungs assessed by RT-95 
qPCR. n=6-7 mice. (F) Representative images of PAS stained lungs. (G) Quantification 96 
of PAS stained lungs. n=4-7 mice. One-way ANOVA, Tukey’s post hoc test. *p<0.05 vs 97 
DMSO+PBS mice, #p<0.05 vs DMSO+HDM mice. Data are from 2 experiments. HK= 98 
housekeeping. ns=not significant. Error bars represent ± SEM. 99 
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Table S1. Profiles and baseline characteristics of human subjects. Values are 107 
reported as means ± SD or median (range). All data are from the baseline visit, except 108 
spirometric data, which are reported from visit 2 (immediately before initiation of inhaled 109 
corticosteroids and pre-bronchodilator). P values are based on the Welch t test (mean ± 110 
SD), the χ2 test for proportions (sex), or the Wilcoxon rank sum test (median [range]). 111 
FEV1= forced expiratory volume in 1 second; FVC= forced vital capacity; FeNO= fraction 112 
of exhaled nitric oxide. 113 
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Table S2. Details of the ELISA kits used in this study. 135 
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Table S3. Details of the antibodies used in this study. 156 
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Table S4. Primer sequences. Mouse lung primer sequences. 3 housekeeping (HK) 179 
genes (Gapdh, Pp1 & Rp2). 180 
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Table S5 Additional human primer and probe sets for human transcripts. Primer and 200 
probe sets for human transcripts used in experiments with human bronchial brushings 201 
from UCSF. 202 
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