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SUPPLEMENTARY INFORMATION  
 

 
  

Supplementary Figure 1. Effect of pridopidine treatment on wild-type. (A) Pridopidine-
treated WT mice displayed improved motor learning at 2 months of age compared with 
vehicle-treated WT mice. (B,C) Pridopidine treatment did not improve motor function in WT 
mice in the accelerating rotarod test (B), climbing test (C, D) or the spontaneous activity test 
(E). (F-G) The performance of pridopidine-treated WT mice  was similar to that of vehicle-
treated WT mice in the open field (F), elevated plus maze (G) and forced swim (H) tests of 
anxiety- and depressive-like phenotypes.  
(A-H) Box-and-whiskers plots show median (line within box), 25th and 75th percentile 
(bounds of box), and minimum and maximum values (bars);  
(A-G) n = 15-21 WT-vehicle, n = 11-19 WT-pridopidine (30 mg/kg); *p < 0.05, **p < 0.01, ***p 
< 0.001 by two-tailed student’s t-test. 
(H) n = 4 WT-vehicle and WT-pridopidine (30 mg/kg); not significant by two-tailed student’s t-
test. 
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Supplementary Figure 2. Effect of late pridopidine treatment on manifest YAC128 HD 
mice. (A) Vehicle-treated YAC128 HD mice displayed motor learning deficits in the rotarod 
training task at 10 months of age. Such deficits were not improved with late pridopidine 
treatment. (B) Vehicle-treated YAC128 HD mice exhibited motor deficits in the accelerating 
rotarod, which late pridopidine treatment could not improve. (C, D) Anxiety-like phenotypes 
were also evaluated in vehicle-treated YAC128 HD mice at 9.5 months of age; however, no 
differences in time spent in the centre in the OF (C) as well as time spent in the open arms in 
the EPM (D) were observed between genotypes. Also, no effect of pridopidine was observed 
in either test in treated YAC128 HD mice.  (E) When depressive-like phenotypes were 
evaluated, vehicle-treated YAC128 HD mice spent more time immobile compared to vehicle-
treated WT mice. Pridopidine treatment improved depressive-like phenotypes by reducing the 
time spent immobile in treated YAC128 HD mice.   
(A-E) Box-and-whiskers plots show median (line within box), 25th and 75th percentile 
(bounds of box), and minimum and maximum values (bars); n = 7-12 WT-vehicle, n = 8 
YAC128-vehicle, n = 7-10 YAC128-pridopidine; *p < 0.05, **p < 0.01, ***p < 0.001 by one-
way ANOVA with Fisher’s LSD post hoc analysis. 
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Supplementary Figure 3. Effect of early pridopidine treatment on striatal and CC 
volume in YAC128 HD mice at 7 and 10 months of age by MRI. (A) Vehicle-treated 
YAC128 HD mice displayed decreased striatal volumes at 7 and 10 months of age by 
structural MRI, which were not rescued by pridopidine treatment (10 and 30 mg/kg). (B) In 
addition, decreased CC volume was observed in vehicle-treated YAC28 HD mice at 7 and 10 
months of age. Pridopidine treatment had no effect on CC volume in treated YAC128 HD 
mice.  
(A,B) Box-and-whiskers plots show median (line within box), 25th and 75th percentile 
(bounds of box), and minimum and maximum values (bars); n = 8 WT-vehicle, n = 8 YAC128-
vehicle, n = 8 YAC128-pridopidine (10 mg/kg), n = 8 YAC128-pridopidine (30 mg/kg); ***p < 
0.001 by one-way ANOVA with Fisher’s LSD post hoc analysis. 
CC = corpus callosum; Pri = Pridopidine; Veh = Vehicle; Low = 10 mg/kg; High = 30 mg/kg.   
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Supplementary Figure 4. RNA-seq analysis of differentially expressed genes. Venn 
analysis of striatal genes upregulated in vehicle-treated YAC128 HD mice compared with 
vehicle-treated WT mice, and striatal genes downregulated in the striatum of pridopidine-
treated YAC128 HD mice.  
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Supplementary Figure 5. Analysis of pridopidine concentration in plasma of early 
treated YAC128 HD mice. In the early pridopidine treatment cohort, mean pridopidine 
concentration in plasma was lower in YAC128 HD mice treated with the low dose of 
pridopidine than in YAC128 HD mice treated with the high dose of pridopidine.  
Box-and-whiskers plots show median (line within box), 25th and 75th percentile (bounds of 
box), and minimum and maximum values (bars); n = 14 YAC128-pridopidine (10 mg/kg), n = 
15 YAC128-pridopidine (30 mg/kg); ***p < 0.001 by one-way ANOVA with Fisher’s LSD post 
hoc analysis. 
Pri = Pridopidine; Low = 10 mg/kg; High = 30 mg/kg. 
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Supplementary Table 1. Early pridopidine treatment cohort sample size.  
 

   Sample size 
  2 months 4 months 6 months 8 months 10 months 12 months 

Genotype Treatment F M N F M N F M N F M N F M N F M N 
WT Vehicle 11 10 21 11 9 20 10 8 18 9 8 17 8 8 16 7 7 14 

YAC128 Vehicle 9 10 19 9 10 19 9 10 19 9 9 18 9 9 18 9 9 18 
YAC128 Pri (10 mg/kg) 10 10 20 10 10 20 10 10 20 10 10 20 10 10 20 10 9 19 
YAC128 Pri (30 mg/kg) 10 9 19 10 9 19 10 9 19 10 9 19 10 8 18 10 8 18 
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Supplementary Table 2. Percentage of survival in all groups in early pridopidine 

treatment cohort.  

 

Genotype Treatment Initial N Final N Survival (%) 
WT Vehicle 21 14 66.66 

YAC128 Vehicle 19 18 94.73 
YAC128 Pri (10 mg/kg) 20 19 95 
YAC128 Pri (30 mg/kg) 19 18 94.73 
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Supplementary Table 3. Late pridopidine treatment cohort sample size for each 

behavioural test.  

OF = open field; EPM = elevated plus maze; Acc. RR = accelerating rotarod; FST = forced 

swim test 
 

  Initial sample 
size 

OF sample 
size 

EPM sample 
size 

Acc. RR 
sample size 

FST sample 
size 

  8 months 9.5 months 9.5 months 10 months 10 months 
Genotype Treatment F M N F M N F M N F M N F M N 

WT Vehicle 3 9 12 3 9 12 3 7 10 3 7 10 3 9 12 
YAC128 Vehicle 3 5 8 3 5 8 3 5 8 3 5 9 3 5 8 
YAC128 Pridopidine 3 7 10 3 7 10 2 5 7 3 7 10 3 7 10 
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Supplementary Table 4. Accelerating rotarod sample size at each analysis point for 

early pridopidine treatment cohort.  

 
  Accelerating rotarod test sample size 

  2 months 4 months 6 months 8 months 10 months 12 months 
Genotype Treatment F M N F M F F M N F M N F M N F M N 

WT Vehicle 11 10 21 10 8 18 9 8 17 10 7 17 8 6 14 7 4 11 
YAC128 Vehicle 9 9 18 9 8 17 8 8 16 8 8 16 6 8 14 6 8 14 
YAC128 Pri (10 mg/kg) 10 10 20 10 10 20 10 10 20 10 10 20 10 10 20 10 8 18 
YAC128 Pri (30 mg/kg) 10 6 16 10 9 19 10 9 19 10 9 19 10 8 18 10 7 17 
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Supplementary Table 5. Climbing test (latency to climb) sample size at each analysis 

point for early pridopidine treatment cohort.  

 
  Climbing test sample size (latency to climb) 
  2 months 4 months 6 months 8 months 10 months 12 months 

Genotype Treatment F M N F M F F M N F M N F M N F M N 
WT Vehicle 11 8 19 10 8 18 8 9 17 8 9 16 7 7 14 7 4 11 

YAC128 Vehicle 9 9 18 9 8 17 8 8 16 8 8 16 6 8 14 8 8 16 
YAC128 Pri (10 mg/kg) 10 10 20 10 10 20 10 10 20 10 10 20 10 10 20 10 9 19 
YAC128 Pri (30 mg/kg) 10 9 19 10 9 19 10 9 19 10 9 19 10 8 18 10 7 17 
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Supplementary Table 6. Climbing test (climbing time) sample size at each analysis 

point for early pridopidine treatment cohort.  

 
  Climbing test sample size (climbing time) 
  2 months 4 months 6 months 8 months 10 months 12 months 

Genotype Treatment F M N F M F F M N F M N F M N F M N 
WT Vehicle 10 8 19 9 8 17 8 9 17 8 9 16 7 7 14 7 4 11 

YAC128 Vehicle 9 9 18 9 9 18 8 8 16 8 8 16 6 8 14 8 8 16 
YAC128 Pri (10 mg/kg) 10 10 20 10 10 20 10 10 20 10 10 20 10 10 20 10 9 19 
YAC128 Pri (30 mg/kg) 10 9 19 10 9 19 10 9 19 10 9 19 10 8 18 10 7 17 
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Supplementary Table 7. Spontaneous activity sample size in early pridopidine 

treatment cohort.  

 

  Spontaneous activity sample size  
  12 months 

Genotype Treatment F M N 
WT Vehicle 5 5 10 

YAC128 Vehicle 8 7 15 
YAC128 Pri (10 mg/kg) 10 7 17 
YAC128 Pri (30 mg/kg) 11 9 20 
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Supplementary Table 8. Psychiatric-like behaviour test sample sizes in early 

pridopidine treatment cohort.  

 

  OF sample size  EPM sample size FST sample size 
  6 months 8 months 12 months 

Genotype Treatment F F M F M N F M N 
WT Vehicle 9 8 17 9 7 16 0 4 4 

YAC128 Vehicle 7 9 16 7 7 14 0 8 8 
YAC128 Pri (10 mg/kg) 10 9 19 10 10 20 0 9 9 
YAC128 Pri (30 mg/kg) 10 7 17 8 8 16 0 8 8 
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0.025485098 
0.259202093 

TE
N

M
2;IQ

G
A

P
2 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

M
yb_com

plex 
0.02695452 

0.264919806 
E

G
R

1;LM
O

2;FO
S

;R
R

E
B

1 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

S
et3_com

plex 
0.028642582 

0.264919806 
A

LD
H

1A
1;FO

S
;D

U
S

P
14 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

P
ituitary_gonadotropin_com

plex 
0.030494366 

0.264919806 
E

G
R

1;C
R

E
M

;D
U

S
P

6 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

S
urvivin_com

plex 
0.030177355 

0.264919806 
E

G
R

1;N
R

4A
1;A

LD
H

1A
1;R

N
D

3 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

N
M

S
_com

plex 
0.028166347 

0.264919806 
TE

N
M

2;H
TR

1B
 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

TR
A

M
P

_com
plex 

0.028946894 
0.264919806 

E
G

R
1;E

G
R

4;TIP
A

R
P

 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

A
TP

-
sensitive_potassium

_channel_com
plex 

0.030389479 
0.264919806 

FN
D

C
5;P

D
P

1 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

pre-B
_cell_receptor_com

plex 
0.031526496 

0.268296917 
E

G
R

2;B
C

L6 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

M
IS

_com
plex 

0.032680198 
0.271975904 

N
R

4A
3;C

R
E

M
 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

D
endritic_spine 

0.03326324 
0.271975904 

A
R

C
;TE

N
M

2 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

N
euron_spine 

0.034441575 
0.276194937 

A
R

C
;TE

N
M

2 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

P
airing_center 

0.035176413 
0.276765362 

P
LK

2 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

platelet-derived_grow
th_factor_com

plex 
0.037462778 

0.289295897 
E

G
R

1;FO
S

B
;FO

S
 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

S
ynaptic_m

em
brane 

0.038165679 
0.289365242 

A
R

C
;TE

N
M

2;A
K

A
P

9 



Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

E
nhanceosom

e 
0.041205827 

0.306836248 
G

A
D

D
45G

;FO
S

L2 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

M
itochondrial_perm

eability_transition_pore
_com

plex 
0.043274876 

0.316589886 
FO

S
B

;H
TR

1B
;FO

S
 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

m
R

N
A

_editing_com
plex 

0.046413166 
0.328038821 

N
R

4A
3;C

R
E

M
 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

A
drenom

edullin_receptor_com
plex 

0.04575341 
0.328038821 

D
U

S
P

5 

G
O

 C
ellular C

om
ponent 

transcription factor com
plex (G

O
:0005667) 

0.006293839 
0.274204614 

N
R

4A
1;LM

O
2;C

R
E

M
;FO

S
 

G
O

 C
ellular C

om
ponent 

filopodium
 (G

O
:0030175) 

0.007724074 
0.274204614 

TE
N

M
2;IQ

G
A

P
2 

G
O

 C
ellular C

om
ponent 

potassium
 channel com

plex (G
O

:0034705) 
0.016345114 

0.290125779 
A

K
A

P
9;K

C
N

A
4 

G
O

 C
ellular C

om
ponent 

voltage-gated potassium
 channel com

plex 
(G

O
:0008076) 

0.015912445 
0.290125779 

A
K

A
P

9;K
C

N
A

4 

G
O

 C
ellular C

om
ponent 

dendrite (G
O

:0030425) 
0.027146969 

0.385486965 
TE

N
M

2;P
LK

2;D
N

E
R

 

G
O

 C
ellular C

om
ponent 

m
icrotubule organizing center part 

(G
O

:0044450) 
0.033850374 

0.400562763 
P

LK
2;A

K
A

P
9 

	



S
upplem

entary Table 10. Functional enrichm
ent for D

E
G

s specific to 30 m
g/kg pridopidine Y

A
C

128 H
D

 group. 	
	E

nrichm
ent category 

Term
 

P
-value 

A
djusted P

-value 
G

enes 
Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

S
ynapse 

3.3178E
-06 

0.00282013 
C

A
M

K
2D

;C
X

A
D

R
;H

O
M

E
R

2;C
TTN

B
P

2;IQ
S

E
C

3;C
IB

2;TM
E

M
163;E

LFN
1;S

Y
T6;N

P
A

S
4;G

R
IN

3A
;S

V
2C

;V
A

M
P

7;S
Y

T12;FLR
T3;D

O
K

7;V
W

C
2L;V

A
M

P
1;S

TR
N

;G
R

A
S

P
 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

N
euron_part 

2.20127E
-05 

0.009355383 
C

A
M

K
2D

;TE
N

M
3;C

TTN
B

P
2;P

D
E

1A
;C

IB
2;E

LFN
1;TM

E
M

163;C
Y

G
B

;S
V

2C
;FLR

T3
;R

G
S

8;TA
C

1;TR
P

C
5;C

X
A

D
R

;H
O

M
E

R
2;LIM

K
1;H

TR
1A

;S
Y

T6;S
LC

4A
8;G

R
IN

3A
;V

A
M

P
7;S

Y
T12;M

A
K

;V
A

M
P

1;S
TR

N
;G

N
B

5 
Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

S
ynaptic_vesicle_m

em
brane 

0.000119105 
0.025309874 

S
V

2C
;S

Y
T12;V

A
M

P
1;TM

E
M

163;S
Y

T6 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

E
xocytic_vesicle_m

em
brane 

0.000119105 
0.025309874 

S
V

2C
;S

Y
T12;V

A
M

P
1;TM

E
M

163;S
Y

T6 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

Transport_vesicle_m
em

brane 
0.000220588 

0.037499897 
S

V
2C

;V
A

M
P

7;S
Y

T12;V
A

M
P

1;TG
FA

;TM
E

M
163;S

Y
T6 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

N
euron_projection 

0.000291598 
0.037509505 

TR
P

C
5;C

A
M

K
2D

;TE
N

M
3;C

X
A

D
R

;H
O

M
E

R
2;C

TTN
B

P
2;LIM

K
1;H

TR
1A

;E
LFN

1;C
Y

G
B

;S
LC

4A
8;G

R
IN

3A
;V

A
M

P
7;S

V
2C

;FLR
T3;V

A
M

P
1;S

TR
N

;R
G

S
8;TA

C
1 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

C
ell_projection 

0.000308902 
0.037509505 

C
A

M
K

2D
;TE

N
M

3;C
TTN

B
P

2;D
N

A
H

6;C
IB

2;E
LFN

1;C
Y

G
B

;S
V

2C
;FLR

T3;TB
C

1D
30;

P
IP

5K
1A

;D
R

D
1;R

G
S

8;TA
C

1;TR
P

C
5;C

X
A

D
R

;H
O

M
E

R
2;TP

M
1;LIM

K
1;H

TR
1A

;S
L

C
4A

8;G
R

IN
3A

;V
A

M
P

7;M
A

K
;A

R
M

C
4;V

A
M

P
1;S

P
R

Y
2;S

TR
N

;G
N

B
5 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

S
ynaptic_vesicle 

0.000545944 
0.058006499 

S
V

2C
;S

Y
T12;C

TTN
B

P
2;V

A
M

P
1;TM

E
M

163;S
Y

T6 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

E
xocytic_vesicle 

0.000928897 
0.087729181 

S
V

2C
;S

Y
T12;C

TTN
B

P
2;V

A
M

P
1;TM

E
M

163;S
Y

T6 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

S
ynapse_part 

0.001403056 
0.101102445 

H
O

M
E

R
2;C

TTN
B

P
2;IQ

S
E

C
3;TM

E
M

163;S
Y

T6;N
P

A
S

4;G
R

IN
3A

;S
V

2C
;S

Y
T12;FL

R
T3;V

A
M

P
1;S

TR
N

;G
R

A
S

P
 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

C
ell_body 

0.001723092 
0.101102445 

S
LC

4A
8;TR

P
C

5;C
A

M
K

2D
;G

R
IN

3A
;C

X
A

D
R

;H
O

M
E

R
2;P

D
E

1A
;S

TR
N

;R
G

S
8;TA

C
1

;C
Y

G
B

 
Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

Transport_vesicle 
0.001903105 

0.101102445 
S

V
2C

;V
A

M
P

7;S
Y

T12;C
TTN

B
P

2;C
A

V
2;V

A
M

P
1;TG

FA
;TM

E
M

163;S
Y

T6 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

Ion_channel_com
plex 

0.001512188 
0.101102445 

TR
P

C
5;C

A
M

K
2D

;G
R

IN
3A

;P
D

E
4D

;V
W

C
2L;K

C
N

M
B

4;K
C

N
J16;K

C
N

A
5 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

C
ation_channel_com

plex 
0.001885922 

0.101102445 
TR

P
C

5;C
A

M
K

2D
;P

D
E

4D
;K

C
N

M
B

4;K
C

N
J16;K

C
N

A
5 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

m
onolayer-

surrounded_lipid_storage_body 
0.001460324 

0.101102445 
D

G
A

T2;A
G

P
A

T9;FG
F10;H

B
E

G
F 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

P
rotein_phosphatase_type_1_c

om
plex 

0.001855452 
0.101102445 

P
P

P
1R

15A
;P

P
P

1R
15B

 



Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

N
euronal_cell_body 

0.002026457 
0.101322845 

S
LC

4A
8;TR

P
C

5;C
A

M
K

2D
;G

R
IN

3A
;H

O
M

E
R

2;P
D

E
1A

;S
TR

N
;R

G
S

8;TA
C

1;C
Y

G
B

 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

A
R

C
_com

plex 
0.002211036 

0.104410037 
S

LC
25A

3;E
G

R
3;A

R
P

P
21;H

B
E

G
F 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

P
lasm

a_m
em

brane_part 
0.00266312 

0.117547608 
S

LC
25A

3;C
A

M
K

2D
;TE

N
M

3;TG
FA

;K
C

N
A

5;S
LC

O
5A

1;S
N

TG
2;G

N
G

4;FLR
T3;V

W
C

2L;P
IP

5K
1A

;K
C

N
M

B
4;D

R
D

1;R
G

S
8;G

R
A

S
P

;TR
P

C
5;C

X
A

D
R

;TR
P

C
3;C

A
V

2;H
O

M
E

R
2;P

D
E

4D
;TP

M
1;IQ

S
E

C
3;H

TR
1A

;K
C

N
J16;S

LC
4A

8;G
R

IN
3A

;N
LR

P
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A
M

P
1;

S
P

R
Y

2;S
TR

N
;M

D
G

A
1;G

P
R

19;H
B

E
G

F 
Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

S
om

atodendritic_com
partm

ent 
0.002765826 

0.117547608 
TR

P
C

5;C
A

M
K

2D
;H

O
M

E
R

2;C
TTN

B
P

2;P
D

E
1A

;H
TR

1A
;E

LFN
1;C

Y
G

B
;S

LC
4A

8;G
R

IN
3A

;S
TR

N
;R

G
S

8;TA
C

1 
Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

P
lasm

a_m
em

brane_region 
0.003920688 

0.127587509 
C

X
A

D
R

;C
A

V
2;H

O
M

E
R

2;P
D

E
4D

;IQ
S

E
C

3;TP
M

1;TG
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;K
C

N
J16;K

C
N

A
5;G

R
IN
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;
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T3;P
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1A
;S

P
R

Y
2;S

TR
N

;D
R

D
1;G

R
A

S
P

 
Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

C
ell_projection_part 

0.003920688 
0.127587509 

TR
P

C
5;C

A
M

K
2D

;C
X

A
D

R
;H

O
M

E
R

2;C
TTN

B
P

2;D
N

A
H

6;TP
M

1;FLR
T3;M

A
K

;TB
C

1
D

30;A
R

M
C

4;V
A

M
P

1;P
IP
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1A

;S
P

R
Y

2;S
TR

N
;D

R
D

1 
Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

Transm
em

brane_transporter_co
m

plex 
0.003301144 

0.127587509 
TR

P
C

5;C
A

M
K

2D
;G

R
IN

3A
;P

D
E

4D
;V

W
C

2L;K
C

N
M

B
4;K

C
N

J16;K
C

N
A

5 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

Transporter_com
plex 

0.003802566 
0.127587509 

TR
P

C
5;C

A
M

K
2D

;G
R

IN
3A

;P
D

E
4D

;V
W

C
2L;K

C
N

M
B

4;K
C

N
J16;K

C
N

A
5 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

A
xon_collateral 

0.003776356 
0.127587509 

N
R

P
2;A

R
P

P
21;V

A
M

P
1;G

FR
A

1;TA
C

1 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

P
hotoreceptor_inner_segm

ent 
0.003546901 

0.127587509 
M

A
K

;C
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2;G
N

B
5 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

serotonin-activated_cation-
selective_channel_com

plex 
0.00405278 

0.127587509 
H

TR
1A

;D
R

D
1;TA

C
1;S

C
R

T1 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

S
ecretory_vesicle 

0.004510583 
0.136928417 

S
V

2C
;V

A
M

P
7;C

X
A

D
R

;S
Y

T12;C
TTN

B
P

2;C
A

V
2;V

A
M

P
1;TM

E
M

163;C
K

A
P

4;S
Y

T6 

Jensen 
C

O
M

P
A

R
TM

E
N

TS
 

E
xtrinsic_com

ponent_of_m
em

br
ane 

0.004953867 
0.143285906 

N
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P
10;G

N
G

4;C
A

V
2;P

IK
3R

3;G
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A
1;R

G
S

8;S
Y

T6 

G
O

 C
ellular C

om
ponent 

synapse (G
O

:0045202) 
6.12018E

-06 
0.001315838 

C
A

M
K

2D
;C

X
A

D
R

;G
R

IN
3A

;V
A

M
P

7;S
Y

T12;D
O

K
7;IQ

S
E

C
3;V

W
C

2L;C
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2;V
A

M
P
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E

LFN
1 

G
O

 C
ellular C

om
ponent 

neurom
uscular junction 

(G
O

:0031594) 
0.000618184 
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C

A
M

K
2D

;C
X

A
D

R
;D

O
K

7;C
IB

2 

G
O

 C
ellular C

om
ponent 

cell body (G
O

:0044297) 
0.001300853 

0.061954212 
C

A
M

K
2D
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R

IN
3A
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X

A
D

R
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H
E

B
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O
M

E
R

2;P
D

E
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;S
TR

N
;TA

C
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Y
G
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G
O

 C
ellular C

om
ponent 

ion channel com
plex 

(G
O

:0034702) 
0.00144025 

0.061954212 
C

A
M

K
2D

;TR
P

C
5;G

R
IN

3A
;P

D
E

4D
;V

W
C

2L;K
C

N
M

B
4;K

C
N

J16;K
C

N
A

5 

G
O

 C
ellular C

om
ponent 

cation channel com
plex 

(G
O

:0034703) 
0.001440796 

0.061954212 
C

A
M

K
2D

;TR
P

C
5;P

D
E

4D
;K

C
N

M
B

4;K
C

N
J16;K

C
N

A
5 

G
O
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ellular C

om
ponent 
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0.001915818 
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C

A
M

K
2D
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R

IN
3A
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O

M
E

R
2;R

H
E

B
;P

D
E
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;S
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N
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C

1;C
Y
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