
Supplementary Table 1. Oligonucleotide primer list. 
	

Primer Name RefSeq Accession No. Sequence (5’ to 3’) 
ATF4 NM_182810.2 CTCCAGCGACAAGGCTAAGG 
 CATTTTCTCCAACATCCAATCTGT 
CD36 NM_001001547.2 CAAAATCTTCTATGTTCCAAGTCAGA 
 CCATCTGCAGTATTGTTGTAAGGATA 
CHOP NM_001195053.1 

 
GAGAGAGTGTTCAAGAAGGAAGTGT 

 CCGAAGGAGAAAGGCAATGA 
ERO-1 NM_019891.3 

 
TGTTTCAAGCCTCGATCTGTTTAT 

 AGACACAAACCTTCTAGCCATGTG 
HIF1α NM_001530.3 

 
TGTGTGAATTACGTTGTGAGTGGTAT 

 CCGGTTTAAGGACACATTCTGTT 
18S rRNA M10098.1 CGAACGTCTGCCCTATCAACTT 
 ACCCGTGGTCACCATGGTA 
	

BIORAD Primer Name Unique Assay ID Amplicon Context Sequence 

RPS18 

qHsaCED0037454 

GTGGAACGTGTGATCACCATTATGCAGA
ATCCACGCCAGTACAAGATCCCAGACTG
GTTCTTGAACAGACAGAAGGATGTAAAG
GATGGAAAATACA 

CD68 

qHsaCED0007025 

GTTTCTCCTGCCCCAGTGACCGGTCCATC
TTGCTGCCTCTCATCATCGGCCTGATCCT
TCTTGGCCTCCTCGCCCTGGTGCTTATTG
CTTTCTGCATCATCCGGAGACGCCC 

IL-6 

qHsaCID0020314 

TGAAAAAGATGGATGCTTCCAATCTGGA
TTCAATGAGGAGACTTGCCTGGTAAAAT
CATCACTGGTCTTTTGGAGTTTGAGGTAT
ACCTAGAGTACCTCCAGAACAGATTTGA
GAGTAGTGAGGAACAAGCCAGAGCTGTG
CAGATGAGTA 

MCP-1 

qHsaCID0011608 

ACTGAAGCTCGCACTCTCGCCTCCAGCAT
GAAAGTCTCTGCCGCCCTTCTGTGCCTGC
TGCTCATAGCAGCCACCTTCATTCCCCAA
GGGCTCGCTCAGCCAGATGCAATCAATG
CCCCAGTCACCTGCTGTTATAACTTCACC
AATAGGAAGATCTCAGTGCAGAGGCTCG
CGAGCTAT	
 

NLRP3 

qHsaCID0036694 

GCGATCAACAGGAGAGACCTTTATGAGA
AAGCAAAAAGAGATGAGCCGAAGTGGG
GTTCAGATAATGCACGTGTTTCGAATCCC
ACTGTGATATGCCAGGAAGACAGCATTG
AAGAGGAGTGGATGGGTTTACTGGAGTA
CCTTTCGAGA 

PDGFB (PDGFb) 

qHsaCID0016004 

AGCTCGCCTCCAGAGTGGGAGCGGGTCA
TGTTCAGGTCCAACTCGGCCCCATCTTCC
TCTCCGGGGTCTCCGTGCAGCAGGCGTT
GGAGATCATCAAAGGAGCGGATCGAGTG
GTC 

TLR4 qHsaCED0037607 CAAGATTCAAAGTATTTATTGCACAGAC
TTGCGGGTTCTACATCAAATGCCCCTACT



CAATCTCTCTTTAGACCTGTCCCTGAACC
CTATGAACTTTATCCAACCAGGTGCATTT
AAAGA 

VEGFA (VEGFa) 

qHsaCED0006937 

TGGTGAAGTTCATGGATGTCTATCAGCG
CAGCTACTGCCATCCAATCGAGACCCTG
GTGGACATCTTCCAGGAGTACCCTGATG
AGATCGAGTACATCTTCAAGCCATCCTGT
GTGCCCCTGATGCGATGCGGGGGCTGCT
GCA 

SLC2A1 (GLUT-1) 

qHsaCID0022232 

ATGTCTGGTTGTAGAACTCCTCGATCACC
TTCTGGGGGGCATTGATGACTCCAG 
TGTTGTAGCCAAACTGCAGGGAGCCAAG
CACTGCTC 

	






