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Supplemental Table 1. Minor allele frequency of human single nucleotide variants 

accompanied with the alteration in the β5t amino acid sequence. 

 

Listed are the top ten variants of the highest frequency in accordance with the dbSNP 

database hosted by NCBI. The rs34457782 variant that causes the G49S variation has 

the highest frequency, as shown in red letters. 
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Supplemental Table 2. Minor allele frequency of β5t-G49S variation in various 

human populations. 

 

Sample number and minor allele frequency are listed in accordance with the NCBI 

database. 
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Supplemental Table 3. Genotypes of rs34457782 variant determined in genomic 

DNAs from 949 healthy volunteers collected at the University of Tokushima. 

 

The observed genotype distribution showed no significant deviation from the 

Hardy-Weinberg equilibrium (χ2=0.98, df=1, p=0.32). 
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These two lanes are shown in Fig. 2C.	


