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Supplemental Figure 1: Number of dietary chambers completed by study participants.
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Supplemental Figure 2: Full results from t-tests across all 7 dietary chambers. The horizontal dotted line represents a false discovery rate of 5%.
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Supplemental Figure 3: Relation of metabolic response across dietary exposure. (A) Spearman correlation heatmap of the paired t-test results across dietary chambers. As might be expected, we observed a moderate degree of correlation between the high-
carbohydrate and balanced overfeeding diets. (B) Select examples from Panel C demonstrating correlation of log2-fold changes between diets. (C) Comparison of the mean log2 fold change of metabolites across all 7 dietary chambers. Colors represent the dietary 
chamber, size is proportional to mean log2-fold change, and points are faded if the mean log2-fold change for each diet-metabolite combination did not reach at an FDR<5%.
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Model: physio measure ~ log2fc metabolite + pre−chamber NEFA + pre−chamber metabolite + age + sex + race + BMI.

Supplemental Figure 7: Relationship between log2 fold change metabolite and physiologic measures by diet. Volcano plots reporting the beta coefficient on log2 fold change metabolite as a predictor of physiologic 
measures, such as 24-h energy expenditure and 24-h respiratory quotient. Example model: 24-h energy expenditure ~ log2 fold change metabolite + pre-chamber log2 metabolite level + age + sex + race + BMI. 
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Supplemental Figure 8: Comparison of mixed model with diet stratified linear models. Beta coefficients on the x-axes come from linear mixed models of the structure: outcome (e.g., energy expenditure) ~ log2 fold change metabolite + pre-
chamber log2 metabolite level + diet + age + sex + race + BMI + random effect per participant. Beta coefficients on the y-axes come from diet-stratified linear models of the structure: outcome ~ log2 fold change metabolite + pre chamber log2 
metabolite level + age + sex + race + BMI. 
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β on log2 fold change metabolite for post chamber NEFA
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Model: post−chabmer NEFA ~ log2fc metabolite + pre−chamber NEFA + pre−chamber metabolite + age + sex + race + BMI.
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Assessed for eligibility (n=160) 

Excluded (n=54) 
• Declined to participate (n=1) 
• Chose alternative study (n=4) 
• Personal reasons (n=8) 
• Did not meet inclusion criteria (n=41) 

Ø Positive drug screen (n=18) 
Ø Hypertension (n=9) 
Ø Abnormal screening labs (n=11) 
Ø Medical diagnosis (n=3) 

 

Allocation Admitted (n=106) 

Enrollment 

Excluded (n=9) 
• Impaired glucose regulation on OGTT 

(n=6) 
• Early discharge due to personal reasons 

(n=3) 

Analysis Analyzed (n=97) 

Supplemental Figure 11: CONSORT diagram for study.


