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Figure S2 con’t
C i

KC00824-T1c-A11, purity=0.66, ploidy=1.64 KC01383-T1c-B13, purity=0.8, ploidy=3.28 OS02878-T1a-A9, purity=0.87, ploidy=1.79

KC00824-T1d-A7, purity=0.48, ploidy=3.12 KC01383-T1d-B16, purity=0.69, ploidy=3.59 OS02878-T1b-A9, purity=0.57, ploidy=3.46

OS03661-T1a-A11, purity=0.83, ploidy=1.63 KC02826-T1b-A15, purity=0.59, ploidy=2.83 OS02878-T2a-D5, purity=NA, ploidy=2

OS03661-T1b-A10, purity=0.8, ploidy=4.35 KC02826-T1c-A18, purity=0.67, ploidy=2.53 OS02878-T2b-D2, purity=0.62, ploidy=2.13
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KC02831-T1a-A9, purity=0.68, ploidy=1.61 KC02543-T2a-A6, purity=0.9, ploidy=1.61 OS00953-T1a-C5, purity=0.7, ploidy=1.65

KC02831-T1b-A11, purity=0.18, ploidy=2.03 KC02543-T2b-A8, purity=0.34, ploidy=2.54 OS00953-M1a-A1, purity=0.79, ploidy=3.26

KC02831-M1a-A5, purity=0.46, ploidy=3.07 KC02543-T1a-A1, purity=0.23, ploidy=2 OS03074-T1a-A13, purity=0.89, ploidy=1.6

OS03074-T1b-A13, purity=0.88, ploidy=3.11KC02530-T1a-A7, purity=0.71, ploidy=1.56KC00236-T1a-A8, purity=0.71, ploidy=1.75



Figure S3
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D

Sample Histology Amino Acid Alteration Variant Classification

KC00824-T1d-A7 Dedifferentiated p.C124S Missense Mutation

OS03661-T1b-A10 Dedifferentiated p.Q171* Nonsense Mutation

KC01383-T1d-B16 Dedifferentiated p.E358Q Missense Mutation

OS00953-M1a-A1 Atypical p.G165E Missense Mutation

OS03074-T1a-A13 Atypical p.X70_splice Splice Site Deletion

OS03074-T1b-A13 Atypical p.T319* Frame Shift Deletion
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