Prebiotic proanthocyanidins inhibit bile reflux-induced esophageal
adenocarcinoma through reshaping the gut microbiome and
esophageal metabolome

Katherine M. Weh, Connor L. Howard, Yun Zhang, Bridget A. Trip, Jennifer
L. Clarke, Amy B. Howell, Joel H. Rubenstein, Julian A. Abrams, Maria
Westerhoff and Laura A. Kresty

Unedited/uncropped western blot images for data presented in manuscript
Figure 6 - entire figure
Figure 7 - panel A
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