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Unedited/uncropped western blot images for data presented in manuscript
Figure 6 - entire figure
Figure 7 - panel A
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Complete 
Figure 7
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K00246 
P = 0.030
frdC
-- Fumarate reductase subunit C
-- Biosynthesis of secondary 
metabolites, Citrate cycle (TCA 
cycle), Butanoate metabolism, 
Oxidative phosphorylation, 
Microbial metabolism in diverse 
environments, etc.
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pilG 
-- Twitching motility, two-
component system response 
regulator
-- Two-component system, 
Biofilm formation - 
Pseudomonas aeruginosa
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