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kZDST] CIL DN CTL Supplemental Figure 1. Generation of a conditional, V5 epitope-
WB: | tagged Gadd45a allele. We used CRISPR-Cas9 technology to
V5 o introduce loxP sites around the first three coding exons of murine
o Gadd45a, in addition to a N-terminal V5 epitope tag to monitor
100~ GADD45A expression prior to Cre recombination (A). The expected
70-«| genomic modifications were confirmed in founder lines by PCR and
55 Sanger sequencing (B, C). A V5 epitope-containing target of the
expected molecular weight was detected in denervated
35w gastrocnemius from the founder lines, but not in contralateral intact
251 gastrocnemius or wild type denervated and intact gastrocnemius,
a suggesting appropriate induction of V5 epitope-tagged GADD45A in
- Gadd45a" lines (D).






