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Figure S1 Viral replication is diminished in the absence of HPSE 

Figure S2 Analysis of publicly available microarray dataset of HPSE knockdown in human 
cells yields similar results to analysis of HPSE knockout mouse cells 

Figure S3 Demonstration of transcriptomics clustering method 

Figure S4 Time series analysis of clusters of significantly differentially expressed genes 
in HPSE-deficient cells 

Figure S5 Selective defect in viral protein production in Hpse-deficient cells 

Figure S6 Quantification of corneal infiltration and flow gating strategy 

Figure S7 Inverse association between CREB and IFN expression 

Figure S8 Measurement of reactive oxygen species and cell death 

Figure S9 Western blot analysis of protein markers of cell death 

Figure S10 Full length western blots from specified figures 

  

Dataset S1 Transcriptomics count matrices 

Dataset S2 Baseline transcriptomics differential expression 

Dataset S3 Results of clustered transcriptomics ClueGO gene ontology analysis 

Dataset S4 Results of baseline transcriptomics ClueGO gene ontology analysis 

Dataset S5 Quantitative proteomics normalized expression matrix 
  



  



  



  



  



  



  



  



  



  



 


