
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Supplemental Table 1. (A) Motif analysis of all Wnt-regulated genes, as identified by RNA-

sequencing of CHLA25 cells in the presence or absence of Wnt3a conditioned media. (B) Motif 

analysis of angiogenic switch genes that were identified among Wnt-regulated genes. Motif 

analysis was performed using HOMER, and transcription binding sites were searched within 

promoter regions +/- 2 kb from the transcription start site of each gene. Top 5 motifs for each 

gene set are shown, along with their consensus sequence and p-value.  

 

 

 

 

 

 

 

 

 

 


